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« Overexpression system was successfully established for Cp!149, Cp-183,
and C-terminally His-tagged Cp!14? WT and four mutants by E. coli.
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S S R I P N Fig 3. Particle gel assay of capsids assembled in HepG2 cells treated with ENAN34017. through adjustment of salt concentration and pH.
Sequence ’\IDIDPYKEFGAT\ ELLSFLPSDFFPSV RDLLDTASALYREALESPEHCSPHHTALRQAIL Empty: o secondary structure assigne Vs oELie WI FA RV RW Ry Mass pET23a+ WIT  FI22A  F122V  FI22W  F122Y Mass pET-1la WT  FI22A  FI22V  FI22W  FI122Y . . . . . .
VO P R S j" o d i S S S R Mk S T ke S = T - « Key biophysical parameters, including size, assembly/disassembly
pss? AN VVVV\ VAVAVAVAVA A VAVAVAVAVAVAVAY N/ VW N T tum | ' ] . e ]
Sequece “KQ A il beix | Kinetics, and thermal stability w/o CpAM treatment of assembled capsids
Sequj; QQ will be obtained under electron microscope (EM) scanning.
Sequencel’él_ ACknOWIedgement
b C d 20 kD
Helix 4 F o )
Helix 3 :@\ )‘j@()/\\\s//o /;W 15kD |
Helix 2 F N \N
o F Fig 4. Validation of Cp!149, C-terminally His-tagged Cp!-149, Cp!-183 protein expression by SDS-PAGE gel
ENAN-34017
Helix 1 . J Cpl-149 . His-tagged Cp!-14° Cpl-183
Fig 2. Dimer and capsid structures. (a) Sequence chain of core protein. (b) A Cp dimer from the context of = g < - B o N
a capsid. (c) Structure of ENAN-34017. (d) Cp T = 4 capsid with the asymmetric unit in color. The Wi Fi22 Fizov A S pene B 252 2 2 & e 5o HEE

1. Wizemann, H.; Von Brunn, A. Purification of E. coli-expressed HIS-tagged Hepatitis
B Core Antigen by Ni?* -chelate Affinity Chromatography. J. Virol. Methods. 1999,
77 (2), 189-197.

individual subunits are A (blue), B (red), C (green), and D (yellow) or AB and CD dimers. e e o re T ke T T
References

2. Wu, S.; Zhao, Q.; Zhang, P.; Kulp, J.; Hu, L.; Hwang, N.; Zhang, J.; Block, T. M.; . . . “ Professor Group members  Sisi Yang Zhao Gao
Xu, X.; Du, Y. Discovery and Mechanistic Study of Benzamide Derivatives that Ju-Tao Guo. MD Haiqun Ban Qiong Zhao Lin Zhang
Modulate Hepatitis B Virus Capsid Assembly. J. Virol. 2017, 91 (16), e00519-17. Fig 5. Validation of Cpt-14°, C-terminally His-tagged Cp®-4° and Cp-182 protein capsid assembly by Jinhong Chang, MD, PhD  Zhanying Hu Hui Liu Julia Ma

particle gel assay(PC: YFB cell lysate from Zhanying, NC: 1mg/mL lysozyme).




